Complete mitochondrial genome of Clouded angelshark (Squatina nebulosa).
The complete mitochondrial genome of the Squatina nebulosa was determined first in the present study. The mitochondrial genome is 16,698 nucleotides, encoding a standard set of 13 protein-coding genes and 2 ribosomal RNA genes, 22 tRNA genes, 1 control region and 1 origin of the light strand replication. The overall base composition of Squatina nebulosa is T 31.4%, C 24.1%, A 30.7%, and G 13.8%, and the A + T content is higher than G + C content. These mitogenome sequence data will play an important role in population genetics and phylogenetic analysis of the Suqatinids.